User Guide
Standard (S2) Cartridge Kit (C105101/C105201/C105801)

A. Specifications

Specification Description

DNA Sizing Range 20-5,000 bp
L.0.D 0.1 ng/uL
Resolution* 4-10 bp
Sample Number 200 runs
Shelf Life 6 months

* Best resolution is determined by the 15-622 DNA Size Marker (C109200).

B. Kit Components and Storage Conditions

Item Storage Condition
Standard Cartridge

(C105101/C105201/C105801)
20-1,000 bp Alignment Marker

(C109100-100A, 100 uL)

4-30°C (Do Not Freeze)

Short-Term (< 3 months): 4-30°C
Long-Term (>3 months): -20°C
Separation Buffer

4-30°C
(C104406, 50 mL/C104403, 250 mL)
Dilution Buffer 5
4-30°C
(C104405, 15 mL/C104402, 50 mL)
Mineral Oil .
4-30°C

(C104404, 8 mL/C104401, 25 mL)

* Please always store cartridges in a light-proof bag, and then store in
the cartridge box after analysis.

C. Cartridge Unpacking Preparation

The new cartridge must undergo HV check and calibration.
Please follow the instructions provided in the unpacking
guide and calibrate using C109100 Alignment Marker.

D. Buffer, Marker, and Sample Preparation
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1. Compatible Sample Tubes
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2. Markers Required for Different Size Ranges

* For Sample Size Range from 20 bp to 1,000 bp:
* 20 bp-1,000 bp Alignment Marker (C109100)
* 15-622 bp Size Marker (C109200)

* For Sample Size Range from 20 bp to 5,000 bp:
* 20 bp-5,000 bp Alignment Marker (C109102)
* 50 bp-3,000 bp Size Marker (C109301)

3. Recommended Sample Concentration

Fragmented sample: 0.1-10 ng/uL

* If the fragment sample concentration exceeds 10 ng/uL, dilute the
sample 10X using 1X dilution buffer.

Smear sample: 2-50 ng/uL

* If the fragment sample concentration exceeds 50 ng/uL, dilute the
sample 10X using 0.1X dilution buffer.

¢ If the sample is eluted in water, add dilution buffer to achieve a
sample concentration of either 0.2X or 0.1X dilution buffer condition.
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E. Software Operation Guide
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1. Sample Position: Place the sample and select the * Adjustinjection conditions based on sample concentration.
corresponding position. Input sample information if Sample High Regular Low
necessary. Concentration (2kV, 10s) (4kV, 10s) (8kV, 10s)

DAQ-Analyzer for Qsep100\Result\240318\default sap x Fragmented DNA > 10 ng/uL 0.1-10 ng/uL 0.01-0.1 ng/fuL
[ ean ) cwarmn |[_swe | (e Smear DNA > 50 ng/uL 2-50 ng/plL 0.5-2 ng/uL
Samplellame  SawleDole  Polenitame  PatentD
Sampe 0 Sampe Oescrpton . . L .
lnmls s |v [a s & |2 |2 [s 3. Sample Duration: Adjust the sample injection time to
T T ‘ increase/decrease injection amount.
100000000000 O0H — e . .
0000000000006 || *  Modify injection conditions based on sample concentration.
Q0000000 QOQOOOF| [ . .
O0D000D0OQCOOOOOE]|| I 4. Runs: Set the repetition time.
O0O0O0O0O0OCOO0OCOO0OD
0000000000 0OOC 5. Separation Duration: Adjust the duration to
(eNoNeNoNeNoNeNoNoRoRoNo L N Input Sample Informati : :
OO OO000 008 sl e s i ¢ 8 extend/reduce the separation time.
12 11 10 9 8 7 6 5 4 3 2’fl v (Optional)

ok | 0w Select Sample Position

* For Qsep, and Qsep,-Plus users, select the appropriate 6. Result Name: Input the result name for the result file.

markers and proceed to step 2(b). 7. Para: Choose between (a) Reference Marker Table and

2. Method: Select (a) Alignment Marker and (b) Analytic (b) Create Size Marker for calculation.

Method in the Method Selector. @ Calculate Flow X
[CJEas clor | 200 [ Peak Smoothing - 0
© Method Selector >< \_ Peak Threshold . | 1000 _J Peak Definition
Application RNA Glycan Proter
e - ' (B cacuiate & . Q) Reference Marker Table |-Analyzer_for Qsepi0DIREference\S2-6-C109200-20-1K rfm v | erowse
Analysis Type © Quaitative () Quantitative Sampie Volume (x u i ‘
I i ) .0 create sze wamcer (Ciuszoomazm ] | every (1) times
Q. |Aignmentmarker @ (20-1KMA-1) ~] |20 1000 | (O)Reduce @ Nomal () Enhance injectl er- (Ruto_-) sec(s
Cartridge Type (s2 ) [Btandard Cartridge(Sheff Life 6 Montns) — - o)
Sample Concentration () High (Fragment: >10 ng/l) ) Regular (Fragment: 0.1-10 ngil) () Low (Fragment: <0.1 ng/i) Qsmear (snow smear setuings)
[ Peak caling | Browse
Method Description Range Remark
b M-4-10-08-160 Sample Injection 4kv 10s 10bp~5000bp. _ Auto Assign rRNA [Eukaryatic ) 1 32 e
. Separation 8kv 160s Best Resolution: 4bp~10bp [JExport Report [Show Report Settings)

M-4-10-10-120 |Sample Injection 4kv 10s | 10bp~5000bp I

Separation 10kv 120s Best Resolution: 10bp~50bp L_ox )
gONANNGS) Sample Injection 4kv 10s Fragmentation or Library

Separation 8kv 200 sample *  When using “Create Size Marker” function, select the appropriate
it sstihd [V.RYme 120 ’ size marker you use. For example, “20-1k” is paired with C109200,
T-Purge-120 |Purge for 1205 | “20-5k” is paired with C109301.

© High Voitage Purge  (O) Purge () Purge Modification

H " ” .
T =3 8. Click “Run” to start the sequence analysis.
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F. Result & Application

* Alignment Marker & Size Marker Result

20-1K & C109200 15-622 bp Size Marker
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*  Fragmented & Library Sample Validation

Use the smear function to obtain average size, molarity,
and size distribution of fragmented DNA or library DNA
samples.

G. Troubleshooting

Before attempting any troubleshooting, ensure that the
system is functioning properly and that all operations are
following the instructions.

If encountering unstable current during sample injection
or separation steps, which may be caused by unknown
substances in PCR reagent buffer or other kit buffers,
consider the following solutions:

1. Dilute the sample using dilution buffer.

2. Centrifuge the sample for a period to allow residues to
accumulate at the bottom of the tube.

3. Insert a “T-purge-120” method between several
sample runs. For example, insert one run of “T-Purge-
120” every 5-10 sample runs.

Sequence Assay
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H. Cartridge Disposal

Please wear gloves before discarding the cartridge.

Gel reservoir

Bend the cartridge tip.

Open the cap on the gel reservoir

and remove the inner cap.

3. Pour the gel into the chemical waste
container.

4. Dispose of the cartridge in the trash

bin.
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Expon eport
Distribution: 995 % Average Size: 436.8 bp
From: 218 bp Average Molarity: 15.46 nmole/L
To: 913 bp DaN: 10.0
Range Avg. bp ngful nMole /L Percent
218- 400 3437 220 9.85 45.1
400- 600 4731 1.91 6.22 443
600 - 800 672.9 0.23 053 89
800-913 851.0 0.04 0.08 12
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